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5~ PUCACUUCGUCUGUGGCAUUCCUT -3’

3'- AGUGAAGCAGACACCGUAAGGAA -5
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S-RD2SD2 (R)-ATC GDD TAG TCT GAC TAC DDC-(S) 64.4 | 72.0
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S-82D7 (R)-ATC GDD TDG sUCT GDC sUDC DDC-(S) 60.8 | 75.8
8-83D7 (R)-ATC GDD sUDG sUCT GDC sUDC DDC-(S) 53.3 : 76.6
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"Incorporation of Pseudo-complementary Bases 2,6-Diaminopurine and 2-Thiouracil into Serinol Nucleic Acid (SNA)

to Promote SNA/RNA Hybridization"
Kamiya, VY.; Sato, F.; Murayama, K.; Kodama, A.; Uchiyama, S.; Asanuma, H.
Chem. Asian J., 2020, 15, 1266-1271. DOI: 10.1002/asia.201901728

"Antisense oligonucleotide modified with serinol nucleic acid (SNA) induces exon skipping in mdx myotubes"
Le, B. T.; Murayama, K.; Shabanpoor, F.; Asanuma, H.; Veedu, R
RSC Advances, 2017, 7, 34049-34052.
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