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ID_0001 AAATACAAACAACTCTGAG GeneA

ID_0002 GAAGTGTCCCAGGGCGAGG GeneB

ID_0003 ACTCTATCACATCACACTG GeneC
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gRNA ID gRNA Sequence SampleA Count
ID_0001 AAATACAAACAACTCTGAG 213
ID_0002 GAAGTGTCCCAGGGCGAGG 294
ID_0003 ACTCTATCACATCACACTG 35
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ID_0001 213 274 883 175 1.12 0.9996 0.00699 FALSE
ID_0002 294 412 1554 1891 2.29 0.0000 0.00000 TRUE
ID_0003 421 368 566 759 0.75 0.9995 0.00726 FALSE
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negative selection positive selection
Gene
p_value FDR Rank p_value FDR Rank
RPS5 0.000 0.000236 1 1.000 1.000 19147
YARS 0.000 0.000236 2 1.000 1.000 19146
GTF2B 0.000 0.000236 3 1.000 1.000 19145
NRF1 0.000 0.000236 4 1.000 1.000 19144
NLE1 0.000 0.000236 5 1.000 1.000 19143
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